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Records of Hybrid Individuals between Chinemys reevesii and Mauremys mutica
at the Matuge River, Shizuoka Prefecture, Japan

Hideaki KaTo", Makiko Morr”, Dongzhi Qi and Hideo Eton"

Abstract

Two individuals of a supposed hybrid between Chinemys reevesii and Mauremys mutica were captured

at the Matuge river in Mishima City, Shizuoka Prefecture. Compared to the mitochondrial DNA sequences

of 16SrRNA locus, to the sequences of Mauremys mutica, they were almost identical. This is the first time

that the hybrids between Chinemys reevesii and Mauremys mutica were captured in nature in Shizuoka

Prefecture. We are deeply concerned about the gene pollution of the interbreeding, on the native turtles.

EUBHIC

ATHARTIE, MBI CEEICB T 2 5H
At S CTwb (Parham et al, 2001 ; Wink et
al, 2001 ; Stuart and Parham, 2007). I+ 3 A1 ¥
A Mauremys mutica (Cantor, 1842) 2B W T,
7 H A Chinemys reevesii (Gray, 1831) R 3I A Y
N3 5 A Cuora trifasciata (Bell, 1825) & @ 38 4k
AR ONTEY, TNHIEBEEICT) F v —
K4 ¥ # X Mauremys pritchardi Mccord, 1997, 4
IN—>) ¥ A ¥ H A Mauremys iversoni Pritchard &
Mccord, 1991 & L TERENFHER S LTz,
HATIE, TAHIBWTHRER L T35, wflET
THHRALIFIA TN AL OSBRSS
Twa (EHIEAH, 2005 5 FRIZA, 2006 5 A%I1F
7, 2007).

XX, 2010 FITERR =BT RRZ RS
BT, 7Y H A Chinemys reevesii D 51 X %
2EMRIE L 72, SN nid, HEBIC 3 RO 22 ¥ —

VNS DB ETTHH AL A, FAERH & SHEE,
R DML HIKE T I F 3 4 ¥ 4 A DRI HFIL
L7z, ZD72, 79 HAELEIFIATHTALEOR
MARR T d 2 W RetERRIR S 7.

ARUFZEIL, RV BEDLNLEAOI b F) 7
DNA EFZ3E L, 3 FIA T HADL DL K
FTAHILET, TN T ALIFIATHTAD
DA TH 20 EPEHONICTHIEEZHBE
L7-.

M ETE

THHRAEIFIATHAOLMRKEHEE SR
A, 2010 49 H 12 HIZ, BEN Lo IEK
BIZBWT, A=flckoTHiESNLDOTH A
(Fig. 1). 7 =83 b U PN K T a6 S5 ) e B I L 2 A
W, BEIERIER T (BENES 22-75 5 23-4 ) BAR7C
I A THA SN FHPEREOFH & FioH g X
KB (1994) W2t 7z F /2, i3 21 57—
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Fig. 1 The collection site of hybrids at Matuge River. The
black circle indicates the location.

gt ) v V&ML (Haskell and Poras, 1994),
DNA @ ffi i 12 & mtDNA Extractor WB Kit
(Wako) #H\»7z. PCR Kt i Saiki et al. (1988)
IZhEv, T4 <—
5-CTGACCGTGCAAAGGTAGCGTAATCACT-3" &
5-CTCCGGTCTGAACTCAGATCACGTAGG-3 %
J v (Hedges et al,, 1993 ; Honda et al., 1999),
16SrRNA #3844 510bp 2 il L 3G HLFly] % Jeg L
7z. DNA FHI o 1L, MBI A T Tl =
N7ZIFIATHTAOMRE 2 BARZ/HHE L2 &
512, DDB] @t 7= 1\ v Z7I2BH I Twb
IF 34 YA ADDNA R (B35 DQ453753)
L L7z,

HBREEE

7 ARRD 2 AR, WHICHEER 350 F—
VBB, FHREEIERIRTIE R, EHROLH
WOMEHP AL TH 72, Tz, MBI
OB K L B D 5728, HERIIZIE 7 W
XD ZERLZ. 2095, BHEEEIETHRO
AMINC & B AR A A, WIS S B ERIE 2 A &2
NZENHE SN, F AOFEHREIX 1092 mm, X
ZOFHEIIF 1263 mm THo7z. TNUHIEHHED
FElmn s, MAESRT AL 44, X AIX5ENEHRL
TwWahEHEESIN, TR, 73T XDF Ak
BN D Bl 2 SRR Lo Jikkid % <,
FIATHRAOF AR B HER I <1

Abhholz, AZAOBEHOMIHIL, F X LT
B o725, WHIIRE T TR AR E S 2 VWikE
Tho7: (Fig. 2). LaL, o2k, wilko
DR E CIARICHEZR Y, B S S8, w2
JCOMBIEIKOTH DI F IA VAL
HBLL 72 (Fig. 3).

THH AL, =K YA YH A Mauremys japonica
EXRMET BT EDMRETH D, T ORKERIL, H
oMt S 4T, ﬁﬁﬂfé‘:ﬁ%‘%}‘ﬁ%uﬁféé%ﬁt
#/~3 (Kato et al, 2010). ARHFFEICH =27 B 77
ARROMARIZIE, SRS ORBIIHER SN LD
727z, =R A DT AL OTEERTIE R L)
WL, 7HFREIFIATHRAEOGEMETIX
Lot sni, IF3I4 2%, KR
DIFIAYH A M. mutica mutica & DX
IXY <A ¥H A M. mutica kami (2550 S, AHER
TEREIC BT 2 HLAE ) I I F RS £ 7 D S D B
SREH OB O EDEN 2 EVH LS
(Yasukawa et al, 1996). L& L, 4R s 7
7B AROMETIZ, TS DMK DO ATA
LT, HEREEDNS &6 5 OMIZHIKT %203
HIWrCTE Ld o 7.

I F3 Y FY 7 DNA T, Z7H4A8k2HEAE
7 5 16SrRNA % 38 441bp 75 P % & 11 72 (Table
1. TNHOEINEHEWIZZEII - L. 72,
DDB] #{z 17— 7 NV 7128 I N TW» 5 hE%
WAEEDIF IA4 P H 2 BEF T DQ453753) &
DOHBTIETRTOMEBERIN S L7228, ftHpE
DIFIATHRALIET6 rFHEEDE YRR LN
7z (Table 2).

HHRIEREB L OV~ a >~ K1) 7 DNA By o HEg

5, ZEMRENTHEINIZ T XKD 2 i
KL, 79T RAEIFIA T ADOKHBEERTD %
EHIWT L7z, 72, WEELAHEEDOIFIA VA
A TIEEEWERS RSN, HEERO I hay
K1) 7 DNA16SrRNA % i 0 3 £ Bt 51 A3 v [ 2
bOEEEI T LTz, MR ERRED
LR M. mutica mutica \ZHET 5 LHEE Sz,
LHL, HEKEHEDIF IS AP, RIEIC
o THIMIBALRMEL 70, F723HEFFT
M L 7RSI MBS, BB W IdRI L7z
DPEDNTR\A.

I b3y FY 7 DNA G RHEEET 25582 H

LI sz ko I b3~ K1) 7 DNA I3,
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Fig. 3 Face and roof of the carapace of hybrids, the male (a) and the female (b).

IFIATVHADRARICHRKT B, IFIA TR
DARETHHADRAZANRER L 72545121E, I b
22 KU 7 DNA X7 HH AOR#MERT 20, &
RTFREDETOREEZHLPICT 520121,
DNA % H W7 MR D H 2 b LETH 5. ITAE,
RAPD (Random Amplified Polymorphic DNA) #
ERHOWIEICLD, 7 REZFR AT AD
LHARR DI BN A 22, BEIEWTF 28 DNA 23K
Do Twhb (Kato et al, 2010). 5%, IF3IA4
T A DK A HRD AR Z HB S B 720121,
CD L) B DNA BT ABIET~Y—H —DUE
La3Nns.

THHRXE DR A I ADOIARRTIE, fE
TIZBUT B RMEIHE SN TS (K, 2002).
FIAVHABFR A THTALFABEBTHY, 74
H AL DM BT H Z DM % FEo HElk
NdHb, EHELIHESNT 2T ALIFIAY
H A DI 2 IR TDH - 7283, 5B OIS
Lo TEHICRMMESTHES N L WREMEIED 5.
AR DO AL AN D E AL EL O TRAE N 72 %
WK E L, S5, MEBINCB T 28 TIREDIR
WMAEWHSITT 5 & & HITRMMARZ LY B < %
BdHA9.
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Table 1 Aligned sequence of the mitochondrial gene encoding 16SrRNA
of the hybrid from Matuge River. The shadow square indicates
position of substitution.

1 35
ACTAGAATGAATGGCCAAACGAGGTTCTACCTGTC

TCTTACAAACAATCAGTGAAATTGATCTTCCTGTG

105

8 88
CAAAAGCAGGAATAACATTATAAGACGAGAAGACC

106 134 140

CTGTGGAACTTCAAATACAAATCAACTACCACCGA
TACCCACCTACGGGTCCATATCGAACTAGCATCTG

ATTTATATTTTCGGTTGGGGCGACCTCGGAGTAAA

211 213 229 245

ATAAAACCTCCGAAAAAAAGAATCTTCTCTCAAAC

280

CTAGACCCACCACCCAAAGTGCTTCCAGCAAAACG
ATCCAATATAATTGATCAACGAACCAAGCTACCCC

316 350
AGGGATAACAGCGCAATCCCATCCTAGAGTTCCTA

385

TCGACGATGGAGTTTACGACCTCGATGTTGGATCA

386 420

GGACATCCTGATGGTGCAGCCGCTATCAAGGGTTC

421 44
GTTTGTTCAACGATTAATAGT

Table 2 The substitutions in nucleotide positions of hybrids and Mauremys mutica. The dot indicates an identity
with the first sequence ; dash denotes a gap.

No. of Position of substitutions
Specimen Locality
individuals 81 88 134 213 229 272
Hybrid Mishima City 2 exs A T C A A A
M. mutica kami  1shigaki City 2 exs G C T T - G

M. mutica mutica China (DQ453753) lex.
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